**To the editor:** We read with interest the recent rapid communication by Palazzolo et al. entitled '*Legionella*pneumonia: increased risk after COVID-19 lockdown? Italy, May to June 2020' \[[@r1]\].

The report aimed at describing a Legionnaires' disease case after COVID-19 lockdown and to underline*"the importance of strict monitoring of water and air systems immediately before reopening business or public sector buildings, and the need to consider*Legionella*infections among the differential diagnosis of respiratory infections after lockdown due to the ongoing COVID-19 pandemic".*

When a Legionnaires' disease (LD) case (or an outbreak) occurs, it is necessary to carry out an in-depth epidemiological investigation of the case, using a standardised questionnaire. This allows to generate hypotheses on possible sources of infection. The acquired information guides environmental investigations and sampling, which should be performed. The information about suspected sources also, in turn, enables health authorities to find potential additional cases.

The detection of *Legionella* in environmental samples is indispensable for linking the source of infection to the case and for a risk assessment, to prevent the occurrence of further cases \[[@r2],[@r3]\].

The golden standard for *Legionella* typing, according to the ESCMID Study Group for *Legionella* Infection (ESGLI) is sequence-based typing (SBT), although recently, core genome multilocus sequence typing (cgMLST) and whole genome sequencing (WGS) have been employed by some studies to further discriminate *Legionella* strains with very common sequence types \[[@r4],[@r5]\].

In the paper by Palazzolo et al., an accurate epidemiological investigation aimed at finding all possible sources of infection in addition to the workplace of the case, in the 14 days before the onset of symptoms, was not reported. For example, the study of the patient's residence and other places possibly attended, visited or passed through (e.g. dentist, fitness centre, streets etc.) is not described, nor for example, irrigation systems that the patient may have used. Furthermore, at the patient's workplace, no environmental strains were detected. Moreover, the human strain was neither isolated by culture nor detected by PCR on respiratory secretions.

As the authors themselves write: "*Given the plethora of water sources to which a person may be exposed during the incubation period, determining the source of waterborne* Legionella *infection can be very challenging*"\[[@r6]\].

In fact, it is well known that *Legionella* is a ubiquitous microorganism and the infection can be acquired anywhere. Hence, the article does not demonstrate that LD was acquired in the working place (no *Legionella* were found there) due to the lockdown and concluding this is not justified by the study results.

To demonstrate the source of infection of LD, not only the bacterium must be present in this source (while on the contrary the authors state that *"In the restaurant and in the kitchen where the case worked, there are no air conditioning systems. The staff toilets (shower, sink faucets, sink water and cold water, and hot and cold water bidets) and kitchen taps were sampled and all resulted negative for*Legionella*"),* but according to international scientific literature and ESGLI protocols, it is of paramount importance that sequence types of the human and environmental isolates (both not available in this case) match \[[@r3],[@r4]\].

Notwithstanding, we fully agree that, during the coronavirus disease (COVID)-19 lockdown the use of water of buildings with disused or poorly used water systems may be associated with an increased risk of acquiring *Legionella* infection. For this reason, managers of tourist accommodation sites and buildings in general, have been informed of this risk and should apply adequate prevention and control measures for LD \[[@r6],[@r7]\].
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